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[ Abstract] Objective To understand the appilcation of Gap-PCR and reverse dot-blot hybridization tech-
nigne in the detection of a-thalassemia. Methods The gap PCR (or Gap-PCR) detection was used for deletional a-
thalassemia, reverse dot-blot hybridization for non-deletional a-thalassemia. Results Of 3896 specimens, 237 cases
of a-thalassemia were detected and the detection rate was 6. 08 percent. By Gap-PCR technique, 56 cases of de-

SEA )

letional a-thalassemia were detected and genotypes were : missing in Southeast Asia type ( -- , the right side of
deletional ( —o’”) and the left side of deletional ( —**) ; 4 cases of HbH were found. Through reverse dot blot
hybridization,8 cases of non-deletional q-thalassemia were detected and genotypes were: ao/a® and ao/a™. Con-
clusion «-thalassemia is a common genetic disease with greatest influence in southern China, and the hematology
screening and genetic diagnosis of thalassemia should be strengthened to improve the diagnosis rate.
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