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[ Abstract] Objective To construct eukaryotic expression vector pcDNA,-HBsAg-ROP, by amplifying HB-
sAg by PCR. Methods According to the specific sequence of HBsAg and restriction sites of pcDNA,-p30-ROP, , the
primers were designed and synthesized. HBsAg was amplified by PCR, then purified HBsAg gene was inserted into
vector instead of p30 by enzyme digestion and ligation, and the construct was identified by enzyme digestion, PCR
and sequencing. Results 0.7 kb of HBsAg was aquired, and the pcDNA;-HBsAg-ROP, eukaryotic expression re-
combinant plasmid was constructed. The results of PCR and digestion showed that HBsAg and ROP, in the recombi-
nant plasmid contained the complete genes sequences. Conclusion The recombinant plasmid pcDNA,-HBsAg-ROP,
was successfully constructed.
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BA) A5 R S0 X R RS ARG e 0 TR 473 i R M~ A B 2898 Na* -K* -ATP i& P (1 52
PEHR 450 HEME Wistar KEBEHLI 0 3 41 (XFIE4L Je Sl 4] T AL ) |, 4540 K BURYE Bl =
FERE TR RIS T) S R 5 2 h FE#EIE 6 h 24 h 48 h 72 h.7 d TN (30 H/4) . SRIHRH I 4K
BRI 2 h PR AR Y AN JE SO3E 2R F 25 AT T3, 4050 PR 6 h 24 h 48 h 72 h J 7d W73k HRUm,
SEE B R HE I 4120 Na* -K *-ATP BTGP 240K P RERE I BE A8 30 B S o 2R BP0 i AE Ak, 25 R
= (AR [ B[] 23 22 18] 2% WOWL SR H b LU 28 S IR e i 22 L (P < 0. 01) s JE ZEH 20 24 h 48 h 72 h #5Hf
] 15 Na ™ -K " -ATP B 1 K 0 41 2725 7 bk 5 0 HE 2E A Rz s 8] 5 L B 22 A SR # 3 L (P <0.05) , Je S 4
24 h 48 h 72 h.7 d &I} A] S BRATHE T R R R 28R AR T 43450 0l BR 2 A IS I ] 55 3 SRR, 25 A B
(P<0.05) . XFREZH I BUIR B2 R H #2298 Na ™ -K* -ATP BEH T 6 h FFUARRAK 48 h ik RAIRE , 72 h f5
J R X A B e e ot P e 40 I > I A 2 o B R AP PR T, AL
FIAL S HPL Ca® " HBA 3¢, [FIAT IR T e Sl se AR A ¢,
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