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[ Abstract] Objective To establish the colorectal cancer cell model resistant to concurrent chemoradiothera-
py in vitro and explore the changes of messenger ribonucleic acid (mRNA) expression profile. Methods HCT116
colorectal cancer radiation resistance cell(HCT116 CRR) was obtained by simulating clinical high-dose therapy. mRNA
microarray was used to compare the mRNA expression profiles of model cells and wild-type cells, and to preliminarily
screen the mRNA related to concurrent chemoradiotherapy resistance in colorectal cancer. Results The HCT116
CRR cell line was successfully constructed. Compared with the wild-type HCT116 cells, there were 3 832(13. 88% )
mRNAs with a difference of more than 2 times, of which 1 847 mRNAs were more than 2 times up-regulated, 1 985
mRNAs were more than 2 times down-regulated, 35 mRNAs were more than 10 times up-regulated and 50 mRNAs
were more than 10 times down-regulated using mRNA microarray. Conclusion Compared with its wild-type HCT116
cells, the HCT116 CRR cell line has a significant change of mRNA expression profile. The differentially expressed
mRNA may be involved in the molecular regulation of radiotherapy and chemotherapy resistance in colorectal cancer.
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