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[ Abstract |

People’s understanding of ncRNA has changed from the initial transcription junk into functional regulators. Non-cod-

There are tens of thousands of non-coding ribonucleic acid ( non-coding RNA ,ncRNA) in cells.

ing RNA is involved in mediating cell processes, including chromatin remodeling, transcription and post-transcrip-
tional modification. Non-coding RNA plays a key regulatory role in many diseases, especially in malignant tumors, it
can drive specific cellular biological activities as carcinogenic and anti-carcinogenic factors. So far, the etiology of o-
varian cancer has not been clearly elucidated. Exploring the role and mechanism of ncRNA in ovarian cancer cells will
help to provide new ideas for the study of ovarian cancer. In this paper, we review the studies on ncRNA associated

with ovarian cancer, focusing on microRNA (miRNA) , long non-coding RNA (IncRNA) and circular RNA (circRNA).

Ovarian cancer;
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S 3. 6% ) A1 152 000 {51l 5E 56 T 9] ( B9 L9
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Non-coding ribonucleic acid(ncRNA) ;

Mechanism

ncRNA ARG T 270 A PIRZE 55— K2k <200 4>
AR () neRNA |, 11§4/)s RNA ( microRNA , miRNA ) |
/N RNA (small nuclear RNA, snRNA ) , K J ok 20
B IR Zc A7 1) miRNA J2& 2 HR /MY neRNA 25—

26 >200 MZEFHBRAY ncRNA, L2 0] LA #| | T4
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98. 5% ,iX 47~ ncRNA 7AWt fbid # rp A 4556 &
FHEYIIRE . neRNA RALS 5 T HLIARIE
AV IIRE M HAE R ok R R
AKX 4 1) L A PR o R v R A
FH TG K Z2 R i 2 Je | e e e g 1)
MR R R AR B, InFUARE | s
H AT, B9 590 A A 19 3 - HILTR] i AN BT, A b X B
HRRW YT A IR ARIRESE .
1 miRNA 50p &5

Phop R b AR TS BB AT 2 R P B miRNA |, H
K2y 18 ~25 MEHIR, FEALIRSY , 5 AR 4 1)
1.2% ", miRNA YIgt ) 2854 — R IR R Y
BYIINL, B S 2550 RNA 75 SR TTER 5 474K (RNA-
induced silencing complex,RISC) , 1 1 Bl B AN X Y
T VGRS A% AZIR (messenger RNA,mRNA) ,
TMREARHE mRNA 2 B #L mRNA ()%, 2002 4F
PF2A GRAE 08 P I L2 200 B 3 I o & B el miR-15 A
miR-16 2% 1) miRNA 7% #9288 , X J& miRNA 76%
PEMR i RRE T o BFSE UESE miRNA 765
VP e A8 2 T A A (5, Dong 45 SRS AE B
HURZAIM P, miR-137 I miR-34a J& F iR, kA&
HREWAFRRIENG, LT IRo M K
miR-137 il miR-34a il 15 545 55 5% 7 ( Snail ) mRNA
14 3'-3E #H15 [X ( the three-prime untranslated region,
3'-UTR) 454, SR 4% Snail (19335, FE 06055 O 595
HMIRIERS =28 S MR IR AE JJ , miR-137 Fl miR-34a
TR AR A6 0 B 5597 1Y R A48 4R . Xiaohong 2511
UESE miR-203 58 3 55 P A R i %0 B (pyruvate de-
hydrogenase B, PDHB) f) 3'-UTR 454, 340 7 % 24
W1 TH A6 F0 7L IR 1 ™ 6, o Ak BE AR PDHB 417 1
miR-203 i G S48 A9 SO VE A, 8 B0E PS3-miR-
203-PDHB {5-5-38 % , 11 il DI 55 96 40 0 1) 38 56 F T
B , AL AT RS FLIR 1Y 7 A 28 1 440 ] 61 1 2
AP, DT $i /2 Jen 2 240 B 1) 44k BB ) 2k 3t 1
LA fib 753 40 e ) S 922 A, BELIBT P53-miR-203-
PDHB i % A 68 2 P 519 14 0 #E [0] V5 T 7 R BT 1Y
Felg o miRNA NCEZ0A 1 O 5690 240 it 1) 33 5 7%
FZZ8, R O SRR YT i R vh 45 2 7 A Tt 24 1) 52 0l
WHIE 7O E R, Niu 25005l 3 PO R RHR
LN SRR miR-509-3p Af GE4L ] GOLPH3 #
WLS P, 7 11 52 e B 59 200 e X B A0 Y7 25 0 1Y)
TR
2 IncRNA 50p&EE

IncRNA J&— 415 A EE > 200 bp, A #FE

FIE, ATFESE R R IR I Z A2 IR A R BB 24K
SR AR A, A AR S T e 0 A
T e FMB AL DU 7 1 . IncRNA
5328 H R B 98— RO bR e, fie i DURH X T B3 1Y
JEARE IncRNA FEGL 4 1A E 3SR ALE B IncRNA
G305 FRAY L R SR N BB R B A
I S FAR A Bl , AT AR HfE IncRNA
R AL 4 IncRNA 7328 4 R, 5 — KRR
THRE XA ZFREAE v BTN, )05 A A
#% f# ( deoxyribonucleic acid, DNA ) 5% $1 B}, ncRNA
CDKI1A Jz X552 3hT DNA $i457% 3 DNA (PANDA)
L pS3 i 7 =Gk, 22 B pS3 B OL F, DNA
T ANBEIEE PANDA , {H 224 p53 fE7E, DNA 45
P& p53 H#%E5 CDKNIA i [ 454, % PANDA,
SKJ5 PANDA 5%% 5 [H-F- NF-YA AHEAE ], 49l 94
T, A U145 1, 2B Inc RNA ot 40 i A 4 4 il %
) ZPER. B RS TS HIIRE, 4 S A
AUEE B RNA, A0 A A 45 57 S (growth arrest-
specific 5,GASS ) JZAH i I T A AR KA Y B 7,
ncRNAGASS 1527375 I BH 14 B SR 32 14 (glu-
cocorticoid receptor, GR) FIUMH Kz i % & 2 b e ( glu-
cocorticoid response element, GRE ) 254, i35 KL R =
Ik, TR e A0 A AR T B =R AR
MBS ERE W E MR R e, Y
REEIET T3, SR e TRE , 7T LU PRI 5 1)
B R AR AR . HOX JE[H A& % 5 I X
RNA(HOX transcript antisense RNA, HOTAIR) 2 &
JLEY IncRNA 22— 75 HOTAIR /9 5’ 45 4 4k 25 & i
W 2 /i E M & 414 2 (polycomb repressive
complex 2 ,PRC2) iy T2 il 4y EZH2 EED SUZ12, )\
T8 E [ H3 55 27 [V #i Z ik ( histone H3 lysine
K27 ,H3K27) Ak, , 7 H: 3" 45l 3l 5 s L
SALREE 1A T A H3 5 4 AR 2 AL,
PP E, K R L2 U . HOTAIR R
25 ZRem 58 5T 4 R A 2 5 e 40 i )
HEPPEATR o Qiu TR 64 91 L BN SR AL
Z1H 29 B 1EH 1) R L L AT HOTAR JK-F-BE,
KB HOTAR 7 | Rz P00 w2 B3 11, B
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national Federation of Gynecology and Obstetrics, FIGO)
vap SR R N2 E 2 AN e e
% A RS S IE A5, HOTAIR i 20 41 i b 2
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TR DR SR P AR AT 25, H H19 3Rk KPS0
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