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Screening and identifying the HKox in combination with Southeast Asia deletion thalassemia LIANG Liang,
ZHAO Lin, TIAN Mao, et al. Center for Medical Genetics and Prenatal Diagnosis, the People's Hospital of Guangxi
Zhuang Autonomous Region, Nanning 530021, China

[ Abstract] Objective To investigate the detection of the HKaa in combination with Southeast Asia deletion
thalassemia using routine thalassemia gene kits. Methods Twenty-eight thousand four hundred and thirty-five pa-
tients receiving thalassemia gene diagnosis in our hospital from 2012 to 2019 were retrospectively analyzed. Among
the 28 435 patients, eight samples with three bands(-o”, normal o2 alleles and --***) appearing in the agarose e-
lectrophoresis were selected. Blood cell analysis and hemoglobin electrophoresis were used in screening thalassemia.
Gap polymerase chain reaction( Gap-PCR) was used to detect deletions of a-thalassemia genes, and PCR-reverse dot

blot hybridization was used to detect non-deleted o-thalassemia genes (using two manufacturers’ kits). HKao was
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identified by two-round nested PCR. Results The genotypes of the patients with three bands screened out by using

routine thalassemia gene kit ( Gap-PCR) were identified as HKoo/--""",

accounting for 0. 03% of the thalassemia

gene diagnosis. The hematological phenotype of HKaa/--*** was mainly reflected in the decrease of mean corpuscular

volume (MCV) and mean corpuscular hemoglobin(MCH) , and no anemia was found, and most of HbA, was in the

reference range. Conclusion

The routine thalassemia gene testing kit ( Gap-PCR) can effectively screen out

HKao/--"* genotype, providing guidance for genetic counseling and prenatal diagnosis.
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