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[ Abstract |

is one of the main members. It is abnormally expressed in a variety of tumors, which is closely related to tumor inva-

Tumor metastasis-associated gene(MTA) is a gene family related to tumor progression, of which MTA1

sion, metastasis and prognosis, and has important clinical research value. This paper reviews the structure and function

of MTA1 and its research progress in gynecological malignant tumors.
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