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[ Abstract] Objective To investigate the expression of hsa_circ_0021350 in glioma and its clinical significance,
and to preliminarily evaluate its potential application in the diagnosis and treatment of glioma. Methods Forty glioma
tissue specimens (including 22 cases of high-grade gliomas and 18 cases of low-grade gliomas) and 10 normal brain tissue
specimens were collected in Department of Neurosurgery, the First Affiliated Hospital of Guangxi Medical University,
from January 2016 to May 2022. The ring-like properties of hsa_circ_0021350 were verified by RNase R digestion com-
bined with reverse transcription-polymerase chain reaction(RT-PCR). The amplification products of quantitative real-time
PCR(qRT-PCR) were identified by TA clone sequencing. The expression levels of hsa_circ_0021350 were compared among
the high-grade gliomas, the low-grade gliomas and the normal brain tissues. The correlation between hsa_circ_0021350
expression and clinicopathological indicators was analyzed in the glioma patients. Results The divergent primers designed
in this study could effectively and specifically amplify hsa_circ_0021350, and hsa_circ_0021350 was ring-shaped and tol-
erant to RNase R digestion. The experimental results of qRT-PCR showed that the expression levels of hsa_circ_0021350 in

the high-grade gliomas and the low-grade gliomas were higher than those in the normal brain tissues, and the expression
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level of hsa_circ_0021350 in the high-grade gliomas was higher than that in the low-grade gliomas, and the differences

were statistically significant( P <0.05). The expression of hsa_circ_0021350 was significantly correlated with the grade

of glioma and the positive rate of ki67 (P <0.05). Conclusion Hsa_circ_0021350 is highly expressed in gliomas, espe-

cially in high-grade gliomas, and is related to tumor proliferation factor ki67. hsa_circ_0021350 can be used as a poten-

tial molecular target for diagnosis and treatment of gliomas.
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