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Research progress of liquid biopsy in diagnosis and treatment of breast cancer SHEN Jia-yue, TANG Xiao-qi,
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[ Abstract] As an emerging detection technology, liquid biopsy is mainly used to take samples of patients’ blood,
urine, saliva and other body fluids by a non-invasive or minimally invasive way to detect cancer markers in them for diag-
nosis, prognosis assessment and follow-up. Liquid biopsy technique has important clinical significance for the early diag-
nosis, individualized treatment and improvement of prognosis of breast cancer. This paper introduces the research pro-
gress of liquid biopsy in breast cancer from the aspects of circulating tumor cells( CTCs) , circulating tumor deoxyribo-
nucleic acid( ctDNA) and micro ribonucleic acid( microRNA, miRNA).

[ Key words] Liquid biopsy; Breast cancer; Circulating tumor cells(CTCs) ;  Circulating tumor deoxyribo-
nucleic acid( ctDNA) ;  Micro ribonucleic acid( microRNA, miRNA)
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[ Abstract |

correct use of statistical methods is directly related to the reliability and scientificity of research results and conclusions.

The errors related to statistics are common problems in the writing of medical research papers. The

In order to improve medical researchers’ understanding of common statistical methods, reduce the errors of statistical
methods and improve the writing level of scientific research papers, this paper summarizes the common problems related
to statistics in the authors’ manuscripts submitted to Chinese Journal of New Clinical Medicine , and analyzes these prob-
lems based on the work experience of the author as a journal editor to attract the attention of authors, editors and reviewers
to the problems of statistics, and jointly improve the writing quality of medical research papers.
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